Six large families with classical Marfan syndrome were studied using markers on chromosomes 1 and 11. Two of three families tested showed negative scores using DIS7 but a third family gave a positive score (0.92) at 0=0*1. The other chromosome 1 markers typed (MUCI, NGFB, DIS8) excluded close linkage. Negative lod scores with two chromosome 11q22 markers (DIIS84, DIIS148) excluded at least 20 cM in this area (Z= <-2), which was chosen for study as two enzymes responsible for coliagen degradation (coliagenase and stromelysin) are localised to this region.
condition is heterogeneous2 and shows great intrafamilial variability of expression.
A typical Marfan syndrome patient is characterised by an asthenic build, being unusually tall with a high arched palate, long thin extremities, arachnodactyly, chest wall deformities (pectus carinatum, excavatum), scoliosis, and joint hypermobility. Linkage data for Marfan syndrome and markers on chromosomes I and II on the long arm of chromosome 11, has not been shown to be linked to the disease. Negative lod scores with two chromosome 1lq22 markers, (D1IS84, DIIS148 (pYNB)) exclude at least 20 cM in this area (Z=<-2) and perhaps more, although the physical relationships both between the markers and between them and collagenase and stromelysin are uncertain.
Collaboration with other groups is continuing, to avoid duplication of results and to maximise the efficiency of further linkage studies.
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